CHCTEMA CEPTH®UKALIUHA «BOCTH»

AHaNHTHYECKHH HEATP KOHTPOJIS KavecTBa GHOIOrHYECKH AKTHBHBLIX BEH[ECTB
npapoaHoro npoucxoxaenns 000 «Ceprapnkannonnniii Menrp «BOCTH»

129110, Mocksa,

Vi. Tpudonosckas, 1. 56
ATTecTaT akKpeAUTALHH
POCC RU.0001.040007.01

Peructpauuonnsiii Homep Cucremsl
ceprudpukauuu “BOCTH” B
Poccranpgapre PO

POCC RU.0001.040007

3AKJIIOYEHHE Ne U11-052406 ot 22.05.2024

6e3 Ceprudnxara coorBercTBHa Cucrems! ceprudukanun «BOCTH» HeaelicTBHTENLHO.
K Cepradukary coorercreua Ne BOSTI/POCC RU.0001.040007/ BET-06/05-24

3asiBnennasn nponyxunsn: «Hozopun 3.90», cpedcmso no yxody 3a Hoco6oii nonocmvlo
Maprua: cepuiinas npodykyus

Crpana: Poccus
HopmaTneHo-Texnnueckasn noxymenrauun: 20.42.19.190-067-02307866-2021, TP TC 009/2011
CoorBercrByer TpeGoBaHHAM HOPMATHBHO-TEXHHYECKOH JOKYMEHTALIHH N0 BCEM MOKA3ATE/IAM Ka4ecTBa:

HanmenoBanue nokaszarteeil KauecTsa no TpeboBanus Kk KauecTBY no i:;’:::::::
HOPMATHBHOMY JOKYMEHTY HOPMATHBHOMY A0KYMEHTY H—,
Buemnuii Bun XKHAKOCTE, BO3MOKHO HATTHUHE CooTtetcTByeT
HEPacTBOPHMOI'O 0CajIKa
Liger CBeTIO-KENTOr0 LBETA COOTBETCTBYET
3anax Co cnabbiM cnenudHuecknM 3amaxom CootsercTBYeT
Bonopoausii nokasarens =1 6,8
TokcHYHBIE 2IEMEHTEL, MIVKT, He Gonee;
- CBHHEI; 1,0 He obnapyxeno
- MBIBAK; 0,2 He obHapyxeHo
- KaJAMMii; 0,1 He o6HapyxeHo
- DPTYTh 0,03 He o6HapysxeHo
Panuonyknuasl, Mr/kr, He 6onee:
- uesmii-137; 200 9
- CTPOHUME-90 100 5
Macca nponykra, 1r, B koTopoii He nonyckaeTcs:
- Enterobacteriaceae He nomyckaercs He o6napyxeHo
- Staphylococcus aureus; He nonyckaercs He obnapyxeHo
- Pseudomonas aeruginosa; He nonyckaercs He obnapyxeno
- Jpoxoxu u nnecenn, KOE/T, ne Gonee 1x10? He oGuapyxeno
KMA®AusM, KOE/T, ne 6onee 1x10° He oGHapyxeno
MapKkHpOBKa H YTIaKOBKA ITo I'OCT 28303, T'OCT 14192. CootsercrByer
Oxcnept NeP9.04007 BOCTH XK. I'eopruc
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