CHUCTEMA CEPTUOUKAIINU «bOCTH»

AHAJUTHICCKHA HEeHTP KOHTPOJIS KaYeCcTBA GHOJOrn4YeCKN AaKTHBHBIX BeleCTB
HPHPOAHOr0 HPOHCXOKICHHS
000 «Ceprudpukagnonusbiii Hentp «BOCTH»

129110, Mocksa,
V. TpudoHoBCKas. 1.56

PeructpannoHubiiit HoMep CHCTEMBI
ceprudpukanuu “BOCTH” B
Poccrangapre PO

ATTecTaT aKKpeIUuTalHu
POCC RU.0001.040007.01

POCC RU.0001.040007

SAKJIIOYEHHE Ne I/III—O32505 ot 03.03.2025

6e3 Ceprudmxara coorBercrBusi Cucremb! ceprupuxannn «BOCTH» neelicTrBUTEILHO.

K Cepruduxaty coorserctus Ne BOSTI/POCC RU.0001.040007/ BET-05/03-25

3asBienHas nponyxkuusi: Bemony 4.24

HapTus: cepuiinas npooykyus
Crpana: Poccus

HopmaTuBHo-TexHUYecKast fokymentamusi: TY 10.89.19-021-02307866-18, CanlluH 3.3686-21.

COOTBeTCTByeT TpeﬁOBaHl/lﬁM HOpMaTHBHO-TeXHH‘leCKOﬁ JAOKYMEHTAIHH I10 BCEM MOKa3aTesIsiM KauecTBa:

s Pe3syabTaThbl
HaumeHoBanHe noKaszaresieii KauecTsa mno TpeGoBaHus K Ka4ecTBY Mo SEnEeiERatl
HOpMaTHBHOMY AOKYMEHTY HOPMATHBHOMY MOKYMEHTY (aﬂa.nnsa)
Bremnwit BUI Kupkocts or ceerno-kentoro 10 | CoOTBETCTBYET
KOPHYHEBOIO [IBETA
3amax, BKyC XapakTepHsii, cielupueCKui COOTBETCTBYET
PacTBOpUMOCTD PactBopumM Co0TBETCTBYET
BonopoaHsiii HOKa3aTelb Tl 6,70
AHTaroHUCTUYECKast aKTUBHOCTH K TECT-
KyJbTypaMm (30Ha YTHETEHHS POCTa, MM):
Shigella sonnei — 32; He menee 5 8
Salmonella typhimurium — 2606; He menee 5 8
Staphylococcus aureus — 209; He menee 8 13
Candida albicans - 620 He meHee 6 27
TloAnMHHOCTE JIOIDKHBI OPUCYTCTBOBATh CooTBETCTBYET
Gaxrepuu Bacillus
amyloliquefaciens mraMma BKIIM
B-10643
Cymmaproe  KommdectBo cmop  Bacillus
amyloliquefaciens mramma BKIIM B-10643 B
1 r npenapara, KOE/r He menee 1x108 3,8x108
MukpoOuronoruueckas yuctora (Hamuyue B 1 -
TIpenapara):
Enterobacteriaceae; He nomyckaetcs TlocTopoxuue
Pseudomonas aeruginosa; He nonycxaercs 6akTepuy U
Staphylococcus aureus; IOCTOPOHHHX -} He nomyckaetcs rpu0sL
MUKPOOPIaHH3MOB, B T.4. H I'pHOOB, THIC/T HE OTCYTCTBYIOT
Goee 300,0
Oxcnept NeP9.04007 BOCTH J.K. 'eopruc
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